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Supplementary Figure 1. Correlation between chronological age and transcriptomic age when transcriptomic age was
calculated using different covariates. The scatterplots show the correlation between chronological age and transcriptomic age. (A-D)
show these correlations using residuals from models for estimating transcriptomic age where the models differ in the included covariates.
In (A) no additional covariates were included beyond the intercept (which was included in all models). In (B) the model was adjusted for
sex. In (C) the model was adjusted for sex and smoking status. Finally, in (D) the model was adjusted for sex, smoking status, and cell
counts. R = Pearson correlation coefficient.
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