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Supplementary Figure 1. The atlas and landscape of immune infiltration in a ccRCC cohort. (A, B) Differential expression of
immune-infiltrating cells in ccRCC and para-cancerous tissues (A) ssGSEA; (B) CIBERSORT. (C) Differential expression of immune checkpoints
in ccRCC and para-cancerous tissues. (D) Differential expression of ICD modulators in ccRCC and para-cancerous tissues. (E) Characteristics of
tumor microenvironment in ccRCC and para-cancerous renal tissue.
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Supplementary Figure 2. Identification of clinical characteristics of SCG2. (A) Identification of three distinct ccRCC immune-related
molecular subtypes in the E-MTAB-1980 dataset by the NMF algorithm. (B) Kaplan-Meier OS curve for three distinct ccRCC immune-related
molecular subtypes. (C—F) Correlation analysis of SCG2 expression levels and different clinical features in the TCGA database. (C) Grade,
(D) T stage, (E) M stage, (F) N stage. (G-I) Different expression of SCG2 in ccRCC tissues and normal tissues in the GEO database.
(G) GSE17895, (H) GSE40435, (1) GSE53537. (J, K) Correlation analysis of SCG2 expression levels, histological grade, and pathological stage in
the GSE73731 database.
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